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<210> 1 

<211> 381 

<212> PRT 

<213> Homo sapiens 



<400> 1 

Met His Leu Leu Ala lie Leu Phe Cys Ala Leu Trp Ser Ala Val 
1 5 10 15 



Leu 



Ala Glu Asn Ser Asp Asp Tyr Asp Leu Met Tyr Val Asn Leu Asp Asn 
20 25 30 

Glu lie Asp Asn Gly Leu His Pro Thr Glu Asp Pro Thr Pro Cys Asp 
35 40 45 



Cys Gly Gin Glu His Ser Glu Trp Asp Lys Leu Phe lie Met Leu 
50 55 60 



Glu 



Asn Ser Gin Met Arg Glu Arg Met Leu Leu Gin Ala Thr Asp Asp Val 
65 70 75 80 



Leu Arg Gly Glu Leu Gin Arg Leu Arg Glu Glu Leu Gly Arg Leu 
85 90 95 



Ala 



Glu Ser Leu Ala Arg Pro Cys Ala Pro Gly Ala Pro Ala Glu Ala Arg 
100 105 110 

Leu Thr Ser Ala Leu Asp Glu Leu Leu Gin Ala Thr Arg Asp Ala Gly 
115 120 125 



Arg Arg Leu Ala Arg Met Glu Gly Ala Glu Ala Gin Arg Pro -Glu 
130 135 140 



Glu 



Ala Gly Arg Ala Leu Ala Ala Val Leu Glu Glu Leu Arg Gin Thr Arg 
145 150 155 160 



Ala Asp Leu His Ala 
165 

Ala Gly Cys Glu Thr 
180 

Phe Gly Ser Val His 
195 

Ala Cys lie Trp Val 
210 

Phe Ser Tyr Gly Thr 
225 

Ser Tyr Gin Ser lie 
245 

Val Ala Glu Ala Met 
260 

Thr Trp Asn Ser Glu 
275 

Leu Ala Ala Thr Thr 
290 

Gly Gly lie Leu Gin 
305. 

Gly Gly Phe Asp Glu 
32 5 

Asn lie Trp Asp Ser 
340 

Gly Ala Glu Ser Cys 
355 

Thr Glu lie Gin Pro 
370 



Val Gin Gly Trp Ala Ala 
170 

Ala lie Leu Phe Pro Met 
185 

Pro Val Arg Pro Met Arg 
200 

Lys Ala Thr Asp Val Leu 
215 

Lys Arg Asn Pro Tyr Glu 
230 235 

Val Phe Val Val Gly Gly 
250 

Val Ser Leu Gly Arg Trp 
265 

Glu Gly Leu Thr Ser Leu 
280 

Val Glu Met Ala Thr Gly 
295 

lie Gly Gin Glu Lys Asn 
310 315 

Thr Leu Ala Phe Ser Gly 
330 

Val Leu Ser Asn Glu Glu 
345 

His lie Arg Gly Asn lie 
360 

His Gly Gly Ala Gin Tyr 
375 



Arg Ser Trp Leu Pro 
175 

Arg Ser Lys Lys lie 
190 

Leu Glu Ser Phe Ser 
205 

Asn Lys Thr lie Leu 
220 

lie Gin Leu Tyr Leu 
240 

Glu Glu Asn Lys Leu 
255 

Thr His Leu Cys Gly 
270 

Trp Val Asn Gly Glu 
285 

His lie Val Pro Glu 
300 

Gly Cys Cys Val Gly 
320 

Arg Leu Thr Gly Phe 
335 

lie Arg Glu Thr Gly 
350 

Val Gly Trp Gly Val 
365 

Val Ser 
380 



<210> 2 

<211> 1404 

<212> DNA 

<213> Homo sapiens 



<400> 2 

ctcaaactca gctcacttga gagtctcctc ccgccagctg tggaaagaac tttgcgtctc 60 
tccagcaatg catctccttg cgattctgtt ttgtgctctc tggtctgcag tgttggccga 12 0 
gaactcggat gattatgatc tcatgtatgt gaatttggac aacgaaatag acaatggact 180 
ccatcccact gaggacccca cgccgtgcga ctgcggtcag gagcactcgg aatgggacaa 24 0 
gctcttcatc atgctggaga actcgcagat gagagagcgc atgctgctgc aagccacgga 300 
cgacgtcctg cggggcgagc tgcagaggct gcgggaggag ctgggccggc tcgcggaaag 360 
cctggcgagg ccgtgcgcgc cgggggctcc cgcagaggcc aggctgacca gtgctctgga 42 0 
cgagctgctg caggcgaccc gcgacgcggg ccgcaggctg gcgcgtatgg agggcgcgga 480 
ggcgcagcgc ccagaggagg cggggcgcgc cctggccgcg gtgctagagg agctgcggca 54 0 



gacgcgagcc 
ttgtgaaaca 
agtgagacca 
attaaacaaa 
gtatctcagc 
tgaagccatg 
agggctcaca 
aggtcacatt 
tgtgggtggt 
ctgggatagt 
catccggggg 
gtatgtttca 
aacacatgcc 
tgaaagagag 
aaggaaagac 



gacctgcacg 
gctattttat 
atgaggcttg 
accatcctgt 
taccaatcca 
gtttccctgg 
tccttgtggg 
gttcctgagg 
ggctttgatg 
gttcttagca 
aatattgttg 
taaatgttgt 
agttgggaag 
agttgagacc 
attggaaaaa 



cggtgcaggg 
tcccaatgcg 
agtcttttag 
tttcctatgg 
tagtgtttgt 
gaaggtggac 
taaatggtga 
gaggaatcct 
aaacattagc 
atgaagagat 
ggtggggagt 
gaaactccac 
gtctgaaaac 
aatctttatt 
gctt 



ctgggctgcc 
ttccaagaag 
tgcctgcatt 
cacaaagagg 
ggtgggtgga 
ccacctgtgc 
actggcggct 
gcagattggc 
cttctctggg 
aagagagacc 
cacagagatc 
ttgaagccaa 
tcagtgcata 
tgtactggcc 



cggagctggc 
atttttggaa 
tgggtcaaag 
aatccatatg 
gaggagaaca 
ggcacctgga 
accactgttg 
caagaaaaga 
agactcacag 
ggaggagcag 
cagccacatg 
agaaagaaac 
ataggaacac 
aaatactgaa 



tgccggcagg 
gcgtgcatcc 
ccacagatgt 
aaatccagct 
aactggttgc 
attcagagga 
agatggccac 
atggctgctg 
gcttcaatat 
agtcttgtca 
gaggagctca 
tcacacttaa 
ttgagactaa 
taaacagttg 



600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1404 



